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Mapping of the Mouse Actin Capping Protein Beta Subunit Gene
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Abstract
Background.:  Capping protein (CP), a heterodimer of α and β subunits, is found in all eukaryotes.
CP binds to the barbed ends of actin filaments in vitro and controls actin assembly and cell motility
in vivo. Vertebrates have three isoforms of CPβ produced by alternatively splicing from one gene;
lower organisms have one gene and one isoform.

Results.:  We isolated genomic clones corresponding to the β subunit of mouse CP and identified
its chromosomal location by interspecies backcross mapping.

Conclusions.:  The CPβ gene (Cappb1) mapped to Chromosome 4 between Cdc42 and D4Mit312.
Three mouse mutations, snubnose, curly tail, and cribriform degeneration, map in the vicinity of
the β gene.
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Figure 1
Haplotype data for the mapping of the mouse CPβ gene show-
ing a portion of Chromosome 4 with loci linked to Cappb1. 
Loci are listed in order with the most proximal at the top. The 
black boxes represent the C57BL6/J allele and the white box-
es the SPRET/Ei allele. The number of animals with each hap-
lotype is given at the bottom of each column of boxes. The 
percent recombination (R) between adjacent loci is listed to 
the right, with the standard error (SE) for each R. Missing typ-
ings were inferred from surrounding data where assignment 
was unambiguous.
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Figure 2
Map from the Jackson BSS backcross showing part of Chro-
mosome 4. The centromere is toward the top. Loci mapping 
to the same position are listed in alphabetical order. Missing 
typings were inferred from surrounding data where assign-
ment was unambiguous. Raw data from Jackson Laboratory 
were obtained from  [www.jax.org./resources/documents/
cmdata] .

www.jax.org./resources/documents/cmdata
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Figure 3
The confidence limits of the mapping of Cappb1 and its candi-
date genes: snubnose (sno), curly tail (ct), and cribriform de-
generation (cri). The chromosomal region where Cappb1 and 
the candidate genes reside is depicted. The MGD map posi-
tions are indicated above. 95% confidence intervals based on 
specific mapping experiments, discussed in the text, are indi-
cated below.
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