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Correction to: BMC Genomics 21, 669 (2020)
https://doi.org/10.1186/s12864-020-07084-x

After publication of this article [1], it is noticed the
article contained an error: Fig. 3 erroneously contained
panel B as a copy of panel A instead of the correct panel
B illustration.
The correct Fig. 3 is presented in this Correction.

The original article has been updated.
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Fig. 3 Principal components analysis based allele frequencies for (a) 10,535 neutral SNPs loci and (b) 89 outlier SNPs loci (BB: Bramston Beach, EB:
Etty Bay, Townsville: TSV, Gulf of Carpentaria: GC, Joseph Bonaparte Gulf: JBG, Tiwi Island: TIW, and Nickol Bay: NKB)
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